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Major Scientific Interests of the Group

The main research interests in our group is

genomics and epigenomics in space life science and

clinical research, with particular focus on

development of technologies for limited sample

analysis. We also collaborate with clinicians and

industry partners to implement our methods to

personalized medicine and automated laboratory

testing using AI and robotics.

Projects for Regular Students in Doctoral or

Master’s Programs

1) Clinical sample analysis using chromatin

immunoprecipitation combined with 2nd generation

sequencing (ChIPseq) and RNAseq, data analysis

and validation of potential disease biomarkers.

2) Genomics and epigenomics analysis in space

research projects

Study Programs for Short Stay Students (one

week – one trimester)

1) Access to genomics databases, integrative

analysis of regulatory regions, gene expression and

genetic variations.

2) Genomics and epigenomics assays, chromatin

immunoprecipitation, RNA assays and genotyping.
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Limited sample analysis, protocol standardization and automation
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